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Introduction

Mass spectrometry imaging (MSI) provides an in situ and/or in
vivo spatial analysis of a plant sample [l
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Figure 2. Spectral principal component analysis results: (a) PC1 vs. PC3 score plot, Cells |

(b) PC1 loading plot, and (c) PC3 loading plot using all peaks in the positive mode.

Brush

Bottom

Top Figure 3. Distribution of selected peaks over the surface

of each sample. m/z* 285 appears on the hairs of the

Table 1. Tentative assignments for selected peaks in Figure 1
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